
User Input, Job Submission Host and Gridway-Server

Globus-Clients
e.g. “alnitak”

User input

RSL job desciption +
globusrun-ws command
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and Management (GRAM)

globusrun-ws -submit            // see also: status, kill 
             -F alnitak         // job submission host
             [-Ft <GW|PBS|SGE>] // job manager (default: Fork)
             -f <job descr.>    // RSL job desciption 
             [-s]               // display remote stdout
             [-c <remote cmd>]  // remote Unix command

...

GridWay-
Server

SGE
Scheduler ...

Note: Globus-clients can select
 execution hosts either manually
or rely on the resource broker.

LRMS Adapter



Gridway-Server and Execution Hosts
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...

Gridway submits commands to individual
 clusters, i.e. gwps, gwhost or gwsubmit.
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Arbitrary cluster

Ex
ec

u
ti

o
n
 h

o
st

GW PBS SGE ...



Jobdescription (RSL)

<job>
  <executable>pi-single.#TASK_ID</executable>                 
  <argument>#TASK_ID</argument>
  ... similar for other arguments
  <stdout>pi-single.out.#TASK_ID</stdout>    
  <stderr>pi-single.err.#TASK_ID</stderr>   
  <!-- transport a file from submission host to execution host -->
  <fileStageIn>                                        
    <transfer>
      <sourceUrl>gsiftp://alnitak.../pi-example/bin/pi-single</sourceUrl>
      <destinationUrl>file:///${GLOBUS_USER_HOME}/pi-single.#TASK_ID</destinationUrl>
    </transfer>
  </fileStageIn> 
  <!-- transport files back from execution host to submission host -->
  <fileStageOut>                                       
    <transfer>
      <sourceUrl>file:///${GLOBUS_USER_HOME}/pi-single.out.#TASK_ID</sourceUrl>
      <destinationUrl>gsiftp://alnitak.../pi-example/tmp/pi-single.out.#TASK_ID</destinationUrl>
    </transfer>
    ... similar for pi-single.err.#TASK_ID
  </fileStageOut>  
  <!-- clean up files and directories on the execution host -->
  <fileCleanUp>                                       
    <deletion>
      <file>file:///${GLOBUS_USER_HOME}/pi-single.out.#TASK_ID</file>
    </deletion>
    ... similar for pi-single.out.#TASK_ID
  </fileCleanUp>
</job>



Submission Skript

#!/bin/sh

ROOT_DIR=$HOME/pi-example
TEMPLATE_RSL=$ROOT_DIR/pi-single.rsl-template
JOB_DESCRIPTION=$ROOT_DIR/pi-single.rsl
TOTAL_TASKS=10
STEPS=100000000

if [ x$1 = 'x-nobatch' ]; then
  SET_NOBATCH='yes'
fi

rm -f $ROOT_DIR/tmp/pi-single.out.* $ROOT_DIR/tmp/pi-single.err.* 

for i in $(seq 1 $TOTAL_TASKS); do
  
  echo "task: $i" 
  sed    -e "s|#TASK_ID|$i|g" $TEMPLATE_RSL > $JOB_DESCRIPTION.$i
  sed -i -e "s|#TOTAL_TASKS|$TOTAL_TASKS|g"   $JOB_DESCRIPTION.$i
  sed -i -e "s|#STEPS|$STEPS|g"               $JOB_DESCRIPTION.$i

  if [ x$SET_NOBATCH = 'xyes' ]; then
    globusrun-ws -submit -F hydra.ari.uni-heidelberg.de -S    -Ft GW -f $JOB_DESCRIPTION.$i 
  else
    globusrun-ws -submit -F hydra.ari.uni-heidelberg.de -S -b -Ft GW -f $JOB_DESCRIPTION.$i
  fi

done

rm $JOB_DESCRIPTION.*



Gridway distributes individual jobs to grid ressources




